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Lack of association of CPT1A polymorphisms or haplotypes onhepatic lipid content or insulin

resistance in Japanese individualswith type 2 diabetes mellitus (H A& A 2 BUBEIRIpFEEITIBIT 5
CPT1A &fn 1 L IFHRNAEN & &8 L O R U B & o BEEfEAT)
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U I VBHEHREE ORI H B I LY L. 4 TA—TFD SNP I
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CPTIA fEISZ 38 T 19 [ SNP ZAFAT L7228, 3 4. 8Kb (T ISNP DEIET
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